Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.007 Å; disorder in solvent or counterion; R factor = 0.059; wR factor = 0.155; data-toparameter ratio = 8.8.
The title compound, C 8 H 14 N 2 2+ ÁC 12 H 8 N 2 O 8 P À ÁClO 4 À , was formed by the reaction of ,-bis-m-xylenediamine and sodium bis-p-nitrophenylphosphate in the presence of Zn(ClO 4 )Á6H 2 O in methanol solution. The two amine groups of the m-xylenediammonium ion are each protonated and each hydrogen-bonded to two O atoms of the phosphate anion, which acts as a 1,3-bridge. The ammonium groups are arranged matched face to face and each pair is doubly bridged by two perchlorate ions through hydrogen bonding. In addition, there are also weak C-HÁ Á ÁO interactions. Both the N-HÁ Á ÁO and C-HÁ Á ÁO interactions are contained in a channel down the a axis. The perchlorate oxygen atoms are disordered over two positions with site occupancy factors of ca 0.7 and 0.3.
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The title compound was formed by the reaction of α,α-bis-m-xylenediammine and sodium bis-p-nitrophenylphosphate in the presence of Zn(ClO 4 )·6H 2 O in a methanol solution. Crystals of the diammonium-phosphate salt crystallized out of the reaction mixture.
Refinement
The perchlorate O atoms was idealized over two conformations with occupancies of 0.726 (14) Å and U iso (H) = 1.2U eq (C) (1.5U eq (C) for the CH 3 protons). The CH 3 and NH 3 protons were allowed to rotate about the C-C and C-N axes, respectively.
sup-2 
Data collection
Bruker P4S diffractometer R int = 0.026
Radiation source: fine-focus sealed tube θ max = 23.0º
Monochromator: graphite θ min = 2.3º 1.204 (6) C1D-C6D 1.374 (7) O32B-N3B
1.220 (6) C1D-C2D 1.391 (6) N3A-C4A
1.469 (6) C1D-C11 1.504 (7) N3B-C4B
1.476 (6) C2D-C3D 1.380 (7) N1D-C11
1.469 (6) C2D-H2DA 0.9300 N1D-H1DA 0.8900 C3D-C4D 1.379 (7) N1D-H1DB 0.8900 C3D-C31 1.494 (6) N1D-H1DC 0.8900 C4D-C5D 1.380 (7) N3D-C31
1.484 (6) C4D-H4DA 0.9300 N3D-H3DA 0.8900 C5D-C6D 1.365 (7) N3D-H3DB 0.8900 C5D-H5DA 0.9300 N3D-H3DC 0.8900 C6D-H6DA 0.9300 C1A-C6A
1.361 (6) C11-H11A 0.9700 C1A-C2A
1.374 (6) C11-H11B 0.9700 C2A-C3A 1.375 (7) C31-H31A 0.9700 C2A-H2AA 0.9300 C31-H31B 0.9700 
Hydrogen-bond geometry (Å, °)

